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W303 also contains a bud4 mutation that causes haploids to bud with a mixture of axial and bipolar budding patterns.
In addition, the original W303 strain contains the rad5-535 allele. As S288c, W303 has an allelic variant of MIP1 which

increases petite frequency.
The W303 genome was sequenced at the Sanger Institute.

References: W303 constructed by Rodney Rothstein (see detailed notes from RR and Stephan Bartsch).
bud4 info: Voth et al. (2005) Eukaryotic Cell, 4:1018-28.

rad5-535 info: Fan et al. (1996) Genetics 142:749
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